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On page 8, line 20, ch:ange "Biologies Laboratories" to -■ 
Biology Laboratory-- and delete "(sic)". 

On page 15, line 1, c>ernge" " Examples " to --DETAILED 
DESCRIPTION OF THE INVENTION--. 

On page 22, delete^x^Tine^ 1 and insert therefor --BRIEF 
DESCRIPTION OF THE DRAWING--. 

On page 30, line 1, ckange^Patent Claims" to --WHAT IS 
CLAIMED IS:--. 

IN THE CLAIMS : 

Cancel claims 1-16 without prejudice and enter the 
following claims: 

--17. An isolated pdSLynucleot ide containing a polynucleotide 
sequence selected \from the group consisting of 

a) a polynucleotio^ which is at least 70% identical to 
a polynucleotide Y^hich encodes a polypeptide 
containing the amia^acid sequence of SEQ ID NO : 2 , 

b) a polynucleotide wh^h encodes a polypeptide which 
contains an amino acicl sequence which is at least 
70% identical to the ams^no acid sequence of SEQ ID 
NO: 2, 

c) a polynucleotide which is Complementary to the 
polynucleotides of a) or b) \and 
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^ d) a polyaiucleotide containing at least 15 successive 

bases the polynucleotide sequence of a) / b) or 
c) . 



18. The polynualeotide as claimed in claim/17 which is a 
replicable DNA. 



19. The polynucleotide as claimed in claim 17 which is 
an RNA. 



20. The polynucleotic^^as claimed in claim 18, which 
contains the nucleic acid sequence as shown in SEQ ID NO:l. 

21- The polynucleotide sequence as claimed in claim 18, 
which encodes a polypeptide whicljL contains the amino acid 
sequence shown in SEQ ID NO: 2. 



/ 

22. The replicable DNA as cla^Lmed in claim 18, which 
contains 

(i) the nucleotide sequence shown in SEQ ID NO : 1 , 



(ii) 



or 

at least one sequencfe which corresponds to 
the sequence (i) witlmn the degeneration 
range of the genetic qode, or 
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(iii) 



(iv) 



at least one sequence which hybridizes with 
the complementary sequence to sequence (i) or 

.i) and optionally 
functionally neutral sense mutations in (i) . 



23 . A vector containing the polynucleotide as claimed in 
cl^im 17, deposited in e\ coli DSM 13114. 

24 ■ Corynef orm bacteria acting as host cells which 
contain a deletion or an ins@x:tion in the poxB gene. 

25. A process for the production of an amino acid, 
comprising the following steps: 

a) fermentation of a bact^ia producing a 
desired L-amino acid baateria, in which at least 
the poxB gene is attenuaued, 

b) accumulation of the desired L-amino acid in the 
medium or in the cells of the bacteria and 

c) isolation of the L-amino aqid. 



26. The process according to cl^m 25 wherein the amino 
acid is L-lysine. 
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27. T^B process as claimed in claim>^5, wherein bacteria 
are used in which further genes of the biosynthetic pathway of 
the desired L-Tamino acid are additionally amplified. 



28. The prod^ess as claimed in claim 25, wherein bacteria 
are used in which tne metabolic pathways which reduce the 
formation of the desired L-amino acid are at least partially 
suppressed . 

/ 

/' 
/ 

29. The process as \claimed in claim 25, wherein 

expression of a polynucleotide containing a polynucleotide 

\ 

sequence selected from the group consisting of 

a) a polynucleotide whoi^h is at least 70% identical to 
a polynucleotide which encodes a polypeptide 
containing the amino aaid sequence of SEQ ID NO : 2 , 

b) a polynucleotide which encodes a polypeptide which 
contains an amino acid sequence which is at least 
70% identical to the amino\acid sequence of SEQ ID 
NO:2 , 

c) a polynucleotide which is con^lementary to the 
polynucleotides of a) or b) , and 

d) a polynucleotide containing at\_east 15 successive 
bases of the polynucleotide sequence of a) , b) or 
c) , 

is reduced. 



\ 
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30. The process as claimed in claim 25, wherein the 
catalytic properties of a polypeptide containing a 
polynucleotide sequence selected from the group consisting of 

a) a polynucleotide which is at least 70% identical to 
a polynuclebtide which encodes a polypeptide 
containing the amino acid sequence of SEQ ID NO : 2 , 

b) a polynucleotide which encodes a polypeptide which 
contains an amino acid sequence which is at least 
70% identical tc^ the amino acid sequence of SEQ ID 
NO: 2, 

c) a polynucleotide wj^ich is complementary to the 
polynucleotides of\a) or b) , and 

d) a polynucleotide containing at least 15 successive 
bases of the polynucleot3\de sequence of a) , b) or c) , 

are reduced . 



31. The process as claimedXin claim 25, wherein bacteria 
are used in which attenuation is achieved by using integration 
mutagenesis by means of the plasma^ pCR2 . IpoxBint , shown in 
Figure 1 and deposited as DSM 1311^, or one of the 
constituents thereof . 

32. The process as claimed in cl^aim/26, wherein L-lysine 
is produced by fermenting bacteria in which one or more genes 
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